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SEQUENCE LISTING 

<1 10> Consejo Superior de Investigations Cientificas 

<120> System for producing dimeric proteins based on the Escherichia coli hemolysin 
transport system 



<160>8 

<170> Patentln version 2.0 

<210> 1 

<211>654 

<212>DNA 

<213> Escherichia coli 

<400> 1 

ggaaaattct cttgctaaaa atgtattatc cggtggaaaa ggtaatgaca 
cagtgaggga gcagacctgc ttgatggcgg agaagggaat gatcttctga 
tggtaatgat atttatcgtt atctttcagg atatggccat catattattg 
ggggaaagac gataaactca gtttagctga tatagatttc cgggacgttg 
agaagggaat gacctcatta tgtataaagc tgaaggtaat gttctttcta 
aaatggtatt acatttaaaa actggtttga aaaagagtca gatgatctct 
gatagagcag atttttgata aagacggcag ggtaatcaca ccagattctc 
atttgaatat cagcagagta ataacaaggt aagttatgtg tatggacatg 
ttatgggagc caggacaatc ttaatccatt aattaatgaa atcagcaaaa 
tgcaggtaac ttcgatgtta aggaggaaag atctgccgct tctttattgc 
taatgccagt gatttttcat atggacggaa ctcaataact ttgacagcat 



agttgtacgg 60 
aaggtggata 120 
acgatgaagg 180 
cctttaagcg 240 
ttggccacaa 300 
ctaatcatca 360 
ttaaaaaagc 420 
atgcatcaac 480 
tcatttcagc 540 
agttgtccgg 600 
cage 654 



<210>2 
<211>218 
<212> PRT 

<2 1 3> Escherichia coli 
<400> 2 

Glu Asn Ser Leu Ala Lys Asn Val Leu Ser Gly Gly Lys Gly Asn Asp 
1 5 10 15 

Lys Leu Tyr Gly Ser Glu Gly Ala Asp Leu Leu Asp Gly Gly Glu Gly 
20 25 30 

Asn Asp Leu Leu Lys Gly Gly Tyr Gly Asn Asp He Tyr Arg Tyr Leu 
35 40 45 

Ser Gly Tyr Gly His His He He Asp Asp Glu Gly Gly Lys Asp Asp 
50 55 60 

Lys Leu Ser Leu Ala Asp He Asp Phe Arg Asp Val Ala Phe Lys Arg 
65 70 75 80 

Glu Gly Asn Asp Leu He Met Tyr Lys Ala Glu Gly Asn Val Leu Ser 
85 90 95 

He Gly His Lys Asn Gly He Thr Phe Lys Asn Trp Phe Glu Lys Glu 
100 105 * HO 



Ser Asp Asp Leu Ser Asn His Gin He Glu Gin He Phe Asp Lys Asp 
115 120 125 
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Gly Arg Val lie Thr Pro Asp Ser Leu Lys Lys Ala Phe Glu Tyr Gin 
130 135 140 

Gin Ser Asn Asn Lys Val Ser Tyr Val Tyr Gly His Asp Ala Ser Thr 
145 150 155 160 

Tyr Gly Ser Gin Asp Asn Leu Asn Pro Leu He Asn Glu lie Ser Lys 
165 170 175 

He He Ser Ala Ala Gly Asn Phe Asp Val Lys Glu Glu Arg Ser Ala 
180 185 190 

Ala Ser Leu Leu Gin Leu Ser Gly Asn Ala Ser Asp Phe Ser Tyr Gly 
195 200 205 

Arg Asn Ser lie Thr Leu Thr Ala Ser Ala 
210 215 

<210>3 

<211>30 

<212>DNA 

<21 3> Artificial sequence 
<223> Antibody hinge region 
<400> 1 

cggtccgaag ccttccactc cgcccgggtc 30 

<210>4 
<211> 10 
<212>PRT 

<213> Antibody hinge region 
<400> 2 

Gly Pro Lys Pro Ser Thr Pro Pro Gly Ser 
1 5 10 

<210>5 
<211>33 
<212> DNA 

<2 1 3> Artificial sequence 
<223> BACKHINGE primer 
<400> 5 

gcgtcgacgt ccggcggtcc gaagccttcc act 33 



<210>6 
<211> 44 
<212>DNA 

<213> Artificial sequence 
<223> FORHIS primer 
<400> 6 

gcgtcgacgc atggtgatgg tgatggtgac cacc 44 



<210>7 
<211>47 
<212> DNA 
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<213> Artificial sequence 
<223> VHHA1 primer 
<400> 7 

ctatgcggcc cagccggcca tggctcaggt gcagctggtg gagtctt 47 



<210>8 

<211>47 

<212>DNA 

<213> Artificial sequence 
<223> VHHASfil primer 
<400> 8 

cgtcgacgcg gcccccgagg ccgttgagga gacggtgacc tgggtccc 48 



